28 Phytoplasmas are insect-transmitted bacterial pathogens that colonize a wide range of plant 29 species, including vegetable and cereal crops, and herbaceous and woody ornamentals.
10 225 have a role in regulating plant defence responses, including hormone and secondary 226 metabolism, such as Myb, AP2/EREBP and bZIP transcription factors, receptor kinases, 227 cytochrome P450 enzymes, proteases, oxidases and transferases (highlighted in yellow, 228 S3 Table) . The 96 genes also included 11 natural anti-sense genes and at least 30 genes with 229 unknown functions. Taken together, these data indicate that defence responses to 230 M. quadrilineatus are suppressed in 35S::SAP11 AYWB plants. 
284
Ubi::FLAG-SAP11 AYWB T 1 plants also produced more tillers from the base of the main 285 culm, but were shorter than WT HiIIA and Ubi::FLAG-SAP11 MBSP (Fig. 5D (a We investigated if SAP11 AYWB and SAP11 MBSP modulate maize processes in response 299 to the AY-WB and MBSP insect vectors M. quadrilineatus and D. maidis, respectively. We 13 300 did not observe any differences in fecundity of both insect vectors on HiIIA, Ubi::FLAG-301 SAP11 AYWB and Ubi::FLAG-SAP11 MBSP plants ( Fig. 7A and B ). PCA of RNA-seq data from 302 WT and transgenic maize plants indicate that SAP11 AYWB and SAP11 MBSP modulate maize 303 transcriptomes with SAP11 AYWB having a larger effect than SAP11 MBSP ( Fig. 7C and D, S5 304 and S6 Tables, GEO: GSE118427), in agreement with morphological data of the maize lines 305 (Figs. 5 and 6). However, M. quadrilineatus-exposed HiIIA Ubi::FLAG-SAP11 AYWB and 306 Ubi::FLAG-SAP11 MBSP maize clustered together and separately from non-exposed maize in 307 PCA (Fig. 7C ). D. maidis exposed maize samples grouped with the non-exposed ones ( Fig Table) into pDONR207 was also done previously [7] . The full-length ORF of AtTCP6, 415 AtTCP8, AtTCP9, AtTCP12, AtTCP14 and AtTCP18 (S4 Table) were PCR amplified from 416 complementary DNA (cDNA) with gene-specific primers that contain partial sequences of 417 the attB1 and attB2 Gateway TM recombination sites (S7 Table) . The fragments were further 418 amplified with attB1 and attB2 adapter primers and cloned into pDONR207 with Gateway TM 419 BP Clonase II Enzyme Mix (Invitrogen, Carlsbad, USA). Gateway TM compatible 420 pENTR/SD/D/TOPO vectors containing the full length ORFs of ZmTCP01 (clone UT5707), 421 ZmTCP02 (clone UT5978), ZmTCP05 (clone UT1680), ZmTCP12 (clone UT6182), 422 ZmTCP13 (clone UT3439) and ZmTCP18 (clone UT4097) were ordered from The
